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I2TONEZ-NOYKAEO2ZQMA

Nucleosome “bead”
(8 histone molecules +
146 nucleotide pairs of DNA)

NMAoUoIeg o€ Baoika apivogEa, Arg Kai Lys

NMoAU cuvTnpnuéva popia



META-META®PAZTIKEZ TPOMNOIMNOIHZEIZ X TONQN

acetylation
sisthylation AketuAlwon DNA
ubiquination _\1

sumoylation HISTONE TAIL

HISTONE TAIL

phosphorylation

DNA accessible, gene active

Histone madification
The binding of epigenetic factors to histone “tails"
alters the extent to which DNA is wrapped around

DNA inaccessible, gene inactive histones and the availability of genes in the DNA
to be activated.

H aketuAiwon lotovwv emnpealel tn
ouoTneipwon tou DNA Kt £ToL TNV
ékppaon tou
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Emwyevetikolt Mnyaviopot
EA£yxou Novidtaknc Ekdppaonc

S — O emyeveTikeEG petafoAéc adopouv tn donn

of the epigenetic code

s tou DNA kau 6t tTnv aAAnAovyxia Twv BAcewv

Methyl marks added to certain
DNA bases repress gene activity.

OTO MOPLO TOU. OL EMLYEVETLKEC
Tpomnomnolloelg Sev aAAalouv tnv
nAnpodopia nov neptéxet to DNA, aAAa tov

BaBuo ekppaonc avtic tng mAnpodopiac.

Ot petaBoAEG aUTEG MPOKAAOUVTAL ME
ETMLYEVETLIKOUC UNXOLVIOOUC, OTIWGE Elval n
HeOUAiwon tou DNA kot n akKeTVALwon TwvV

LOTOVWV.
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[Moie¢ aAANAOUXIEC/TUAMATA TTEPIEXEI UTTOXPEWTIKA £V
XPWHOCWHA;

T1 gival 0 KAPUOTUTTOG;

T1 gival N euxpwpaTivn Kal TI N ETEPOXPWHATIVN;

T1 €ival o1 I0TOVEG;

[Moia n Bacikry dour) TOU VOUKAEOCWMATOC;

[MWG oI TPOTTOTTOINCEIC TWV ICTOVWY £TTNPEACOUV TN dOPN TNG
XPWHATIVNG;

T gival ol ETTIVEVETIKEC METAPBOAEC TNC XPWHATIVNG;
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