BlooUvOeon Twv CUCTOTIKWY TWV VOUKAEIVIKWV
o€EWV.
OLmpodpopec evwoelg yia tn ouvBeon tou DNA kot tou RNA eivat ot tpudpwaodopikoi

£0TEPEC TWV VOUKAsolttwv dnAadr to ATP, GTP, CTP kat UTP yia to RNA kot to dATP,
dGTP, dCTP kat dTTP yia to DNA.

»Ta dwodopikd oL {wvtavol opyaviopol, ta tpoohapBdvouv pe tv tpodn.

»Tn ptBOIN amd tov KUKAO Twv dwodopkwy Tevtolwy. Méow pac avtidpaonc
avaywyng tng pLBogng, oxnuaticetat n dgofu-ploln.

» OL allwToUXEC PAOELC TWV TUPLUE VWV KOl TWV TTOUPLVRV oXnpatilovtol amd
Eexwplotolc petaPfolikouc dpopouc.
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http://watcut.uwaterloo.ca/webnotes/Metabolism/Nucleotides.html
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https://en.wikipedia.org/wiki/Nucleic_acid_metabolism
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https://library.med.utah.edu/NetBiochem/pupyr/pupy20.gif
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http://www.bioinfo.org.cn/book/biochemistry/chapt21/bio7.htm
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https://www.biochemden.com/purine-synthesis/
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ALLOPURINOL
(Xanthine Oxidase inhibitor)

Allopurinol blocks the action of Xanthine Oxidasce (XO) by substrate compcotition
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https://www.researchgate.net/figure/The-reaction-cascade-of-allopurinol-in-xanthine-oxidase-inhibition-mechanism-and-uric_fig4_306332564
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https://royalsocietypublishing.org/doi/10.1098/rsif.2017.0774
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https://www.researchgate.net/figure/Pyrimidine-salvage-and-de-novo-pyrimidine-biosynthesis-pathways-in-T-gondii-Pathways_fig2_32038000
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