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Abbreviations used

AID: Activation-induced cytidine deaminase

APRIL: A proliferation-inducing ligand

BAFF: B-cell activator of the TNF-a family (aka BLYS)

BAFF-R: BAFF receptor

BCMA: B-cell maturation factor

BCR: B-cell antigen receptor

Blimp-1: B lymphocyte–induced maturation protein 1

BLNK: B-cell linker protein (aka Sark homology 2

domain–containing leukocyte protein of 65 kDa [SLP65])

BM: Bone marrow

BTK: Bruton tyrosine kinase

CARD11: Caspase recruitment domain–containing protein 11

(aka CARMA1)

CNR2: Cannabinoid receptor 2

CSR: Class-switch recombination

CVID: Common variable immunodeficiency

DOCK8: Dedicator of cytokinesis 8

GC: Germinal center

GFP: Green fluorescent protein

H-chain: Heavy chain

HEL: Hen’s egg lysozyme

L-chain: Light chain

MyD88: Myeloid differentiation primary response gene–88

MZ: Marginal zone

NBH: B-cell helper neutrophil

NF-kB: Nuclear factor k light chain enhancer of activated B cells

nur77: Nuclear receptor 77

S1P: Sphingosine-1-phosphate

SHM: Somatic hypermutation

TACI: Transmembrane activator, calcium modulator, and

cyclophilin ligand interactor

TLR: Toll-like receptor

WAS: Wiskott-Aldrich syndrome
B cells develop from hematopoietic precursor cells in an ordered
maturation and selection process. Extensive studies with many
different mouse mutants provided fundamental insights into this
process. However, the characterization of genetic defects
causing primary immunodeficiencies was essential in
understanding human B-cell biology. Defects in pre–B-cell
receptor components or in downstream signaling proteins, such
as Bruton tyrosine kinase and B-cell linker protein, arrest
development at the pre–B-cell stage. Defects in survival-
regulating proteins, such as B-cell activator of the TNF-a family
receptor (BAFF-R) or caspase recruitment domain–containing
protein 11 (CARD11), interrupt maturation and prevent
differentiation of transitional B cells into marginal zone and
follicular B cells. Mature B-cell subsets, immune responses, and
memory B-cell and plasma cell development are disturbed by
mutations affecting Toll-like receptor signaling, B-cell antigen
receptor coreceptors (eg, CD19), or enzymes responsible for
immunoglobulin class-switch recombination. Transgenic mouse
models helped to identify key regulatory mechanisms, such as
receptor editing and clonal anergy, preventing the activation of
B cells expressing antibodies recognizing autoantigens.
Nevertheless, the combination of susceptible genetic
backgrounds with the rescue of self-reactive B cells by T cells
allows the generation of autoreactive clones found in patients
with many autoimmune diseases and even in those with primary
immunodeficiencies. The rapid progress of functional genomic
research is expected to foster the development of new tools that
specifically target dysfunctional B lymphocytes to treat
autoimmunity, B-cell malignancies, and immunodeficiency.
(J Allergy Clin Immunol 2013;131:959-71.)
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Terms in boldface and italics are defined in the glossary on page 960.
B cells and their antibodies are the central elements of humoral
immunity and protect, as part of the adaptive immune system,
against an almost unlimited variety of pathogens. Defects in B-cell
development, selection, and function lead to autoimmunity, malig-
nancy, immunodeficiencies, and allergy. Combined with the enor-
mous increase in knowledge about gene function and the genetic
diversity of human subjects that has developed since the human
genome was deciphered, primary immunodeficiencies are a still-
growing source of mutations, providing unique opportunities to
study the function of the human immune system. In addition, each
newly discovered immunodeficiency represents a new challenge to
develop the most optimal and personalized forms of treatment.
In this review we discuss human B-cell development (Fig 1)

in light of genetic defects discovered by studying primary
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immunodeficiencies. By pointing out differences and common
features with corresponding mouse models, we provide an over-
view on mechanisms regulating the maturation, survival, and se-
lection of B lymphocytes in protective and autoimmune responses.
EARLY B-CELL DEVELOPMENT IN THE BONE
MARROW

In adult human subjects, as in all mammals, B lymphocytes
develop in the bone marrow (BM) from hematopoietic precursor
cells. During embryonic life, the BM is seeded by hematopoietic
stem cells developing in the fetal liver. Their precursor cells
originate from the aorta-gonad-mesonephros,1,2 which is formed
by descendants of the mesoderm. Early BM-dependent stages of
B-cell development are structured along the functional rearrange-
ment process of the immunoglobulin gene segments.3 VH, DH,
and JH, rearrangements of the heavy chain (H-chain) together
with the VL-JL rearrangements of the light chain (L-chain)
gene segments generate a B-cell repertoire expressing antibodies
capable of recognizing more than 5 3 1013 different antigens.
According to the rearrangement of the H-chain and L-chain
gene segments, 3 developmental stages are defined. In the first
stage, pro–B cells rearrange the D and J segments of the H-chain,
followed by a second rearrangement joining an upstreamV region
to the rearranged DJ segment.
The functional rearrangement of them–H-chain gene segments

opens the entry into the next phase, the pre–B-cell stage. In human
subjects pre–B cells undergo 1 or 2 cell divisions and rearrange
the gene segments encoding the k and l chains.4 Combined with
the m chain, an IgM molecule is formed and expressed on the cell
GLOSSARY

ACTIN: A protein found in microfilaments and active in muscular

contraction, cellular movement, and maintenance of cell shape.

ACTIVATION-INDUCED CYTIDINE DEAMINASE (AID): An enzyme that

catalyzes mutation of deoxycytidine to deoxyuracil in single-stranded

DNA.AID is critical for somatic hypermutation.Mutations inAID result in

autosomal recessive hyper-IgM syndrome.

AFFINITY MATURATION: As a consequence of somatic hypermutation,

B cells increase their average affinity for antigen as the humoral immune

response progresses. Such cells are preferentially activated and there-

fore have selective survival. Affinity maturation occurs in germinal

centers.

5 3 1013: For comparison purposes, there are roughly 1014 cells in the

humanbody, of which only 1013 are human. 53 1013 is roughly 40 billion

more than the number of stars in the Milky Way Galaxy. There are

5 3 1012 known digits in p. One million years is approximately

3.2 3 1013 seconds.

GERMINAL CENTER: A central proliferative area of a lymphoid follicle. It

forms during T cell–dependent humoral immune responses.

HEAVY CHAIN (H-CHAIN): Part of the core structure of an antibody

molecule. Antibodies contain 2 identical H-chains that consist of variable

and constant regions. The constant regions of the H-chain mediate

effector functions of the antibody.

IL-7: A hematopoietic cytokine binding to cytokine receptors of the

common g chain family. In addition to being vital to the survival and

expansion of both precursor T lymphocytes, IL-7 stimulates the prolif-

eration and differentiation of cytotoxic T and natural killer cells and

stimulates the antitumor properties of monocytes and macrophages.

The Editors wish to acknowledge Daniel A. Searing, MD, for preparing this
surface. These cells are termed immature B cells. Immature B
cells leave the BM and migrate to the spleen, where they finalize
early development by differentiating into naive, follicular, or
marginal zone (MZ) B cells.

Considering the enormous diversity of antibody specificities,
the first challenge of the immune system is to find a balance
between variable specificities against pathogens while avoiding
autoreactivity. Therefore B cells are screened at several check-
points during development for their degree of autoreactivity. The
first screen takes place after differentiation of pro-B into pre-B
cells.5 Expression of the productively rearranged m–H-chain, of
the surrogate L-chains (in human subjects composed of l-like
and V-preB), and of the signal-transducing components Ig-a and
Ig-b allows the formation of the so-called pre–B-cell antigen re-
ceptor (BCR) complex. The pre-BCR has 2 tasks. The first task
is to shut down the activities and expression of the enzymemachin-
ery catalyzing the rearrangements of the H-chain gene segments, a
process termed allelic exclusion.6 This prevents the expression of 2
H-chainswith 2 different specificities by the same cell. The second
task is to initiate the rearrangement of the L-chain genes.
Several genetic defects affecting components of the pre-BCR

or downstream signaling proteins have brought to light human
B-cell development and uncovered fundamental differences in
B-cell lymphopoiesis between mice and human subjects. In
human subjects, for example, mutations in genes encoding
components of the IL-7 signaling cascade, such as IL-2 receptor
common g,7 the IL-7 receptor a chain,8 or the associated kinase
Janus kinase 3,9 do not affect the B-cell compartment, but they
do interrupt T-cell development, leading to severe combined
immunodeficiency (B1T2 severe combined immunodeficiency).
LIGHT CHAIN (L-CHAIN): An antibody molecule also contains 2

identical L-chains that contain 1 variable domain and 1 constant

domain. The variable region of 1 H-chain is juxtaposed with the

variable region of 1 L-chain to form the antigen-binding site of the

antibody molecule.

MARGINAL ZONE: A splenic zone located next to the marginal sinuses,

the site of entry into the spleen for lymphocytes, macrophages, and

dendritic cells in human subjects. The marginal sinus separates the

white pulp from the red pulp.

MESODERM: The 3 primary germ layers of an embryo are the meso-

derm, ectoderm, and endoderm. The mesoderm develops from the

ectoderm on the 15th day of life. The mesoderm is the source of bone,

muscle, connective tissue, and dermis.

NUCLEAR FACTOR kB (NF-kB): A family of transcription factors that

promote the expression of a variety of survival and differentiation

factors, as well as inflammatory mediators. NF-kB is present in an

unstimulated state in the cytoplasm, where it is bound by IkB, an

inhibitory protein.

PEYER PATCHES: Aggregates of lymphoid follicles that are a compo-

nent of gut-associated lymphoid tissue. Antigen-driven priming and

maturation of naive T and B lymphocytes occurs here. They are located

primarily in the ileum.

SOMATIC HYPERMUTATION: High-frequency point mutations that

occur in a mature B cell at the hypervariable sites of both the VH and

VL genes. The amino acid products of these sites, particularly at V, D,

and J junctions, are the specific points of contact with antigen within

the binding groove.

glossary.



FIG 1. B-cell development and B-cell subsets. B cells develop in the BM from hematopoietic precursor cells

(HSC). Recombination-activating gene (RAG) 1/2–dependent rearrangement of the H-chain, D-gene, and

J-gene segments from germline (GL) starts at the pro–B-cell stage. V-gene segment rearrangement follows

in the early pre-B cell stage. In CD101 CD191 pre-B cells, functional H-chains (VDJ-Cm) pair with V-preB and

l-like, forming the pre-BCR, which is expressed within a cell and not detected on the surface. Pre-BCR–in-

duced signals shut down RAG expression, preventing the rearrangement of the second H-chain allele

and inducing proliferation. Next, RAG genes are re-expressed to initiate V-J rearrangement of L-chains. Suc-

cessfully rearranged k or l L-chains replace V-preB/l5 of the pre-BCR pair with the H-chain and form IgM.

IgM expressed by immature B cells changes the expression pattern of many genes and initiates egress

into the circulation. Immature B cells enter the spleen as transitional B cells, where they receive survival sig-

nals through BAFF-R and complete the first stage of development as MZ B cells or follicular B cells, depend-

ing on the specificity of their BCR. On contact with antigen and supported by NBH cells, MZ B cells develop

into short-lived plasma cells. Follicular B cells are activated by antigen binding and develop in GCs sup-

ported by TH cells into memory B cells (CSR1) or plasma cells (PC). Activation of B cells induces AID and

other components of the SHM/class-switchmachinery, thus changing the affinity of the BCR and the isotype

(IgM to IgG, IgA, or IgE).
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Bruton tyrosine kinase (BTK), a central signaling component
downstream of the pre-BCR and the BCR, links the activation of
the pre-BCR and the BCR to Ca21 influx,10 the activation of the
mitogen-activated protein kinase cascade, and changes in the
activity of transcription factors, including nuclear factor kB
(NF-kB).11 In contrast to mice,12 the development of human B
cells in the BM is strongly dependent on BTK activity.13,14 Up
to 90% of patients who receive diagnoses of early-onset hypo-
gammaglobulinemia carry mutations in the BTK gene located
on the X chromosome (X-linked agammaglobulinemia).15-17 In
infants and adults the lack of peripheral blood B cells leads to
severely reduced antibody titers of all isotypes. Analysis of BM
samples from patients with X-linked agammaglobulinemia
revealed normal levels of the earliest B-cell progenitors, whereas
cytoplasmic Ig-m1 pre-B cells showed abnormalities in cell
numbers and proliferation.18 In contrast, mice lacking Btk have
a milder reduction in peripheral B-cell numbers and close to nor-
mal IgG1, IgG2a, IgG2b, and IgA antibody titers; only a significant
reduction in IgM and IgG3 levels in serum was demonstrated.19,20

Thus mice on a Btk-deficient background are still able to mount
humoral immune responses.
Similar to BTK, defects in B-cell linker protein (BLNK;

SLP65) have different outcomes in human subjects and mice.
Deletion of Blnk in mice inhibits B-lymphocyte development at
the stage of small pre-B cells,21 but because the block is permis-
sive, Blnk-deficient B cells populate peripheral lymphoid tissues
in adult mice and mount T cell–dependent immune responses.22

In human subjects BLNK-deficient B cells stop development at
the stage of pro-B cells, resulting in a phenotype very similar to
BTK deficiency.23 Circulating B cells are almost absent, and
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serum concentrations of IgM and IgA are less than detection
levels. Moreover, the lack of BLNK/SLP65 function in mice24

but not in human subjects21,25 promotes the proliferation of pro-
B/pre-BI cells and the spontaneous development of pre–B-cell
acute lymphoblastic leukemia. Because BLNK/SLP65 and BTK
are both critical elements of pre-BCR function, signals induced
by the pre-BCR in human subjects induce pre–B-cell develop-
ment and inhibit rearrangement of the second H-chain allele at
the same time. In mice the pre-BCR–derived signals also inhibit
IL-7–driven pre-B-cell proliferation.
BCR signaling has most recently received the utmost clinical

attention not only because most of the monogenetic defects in
patients with agammaglobulinemia and different hypogamma-
globulinemias have been identified in this pathway but also
because the specific inhibitor of BCR signaling ibrutinib (PCI-
32765), a BTK inhibitor, is about to revolutionize not only the
treatment of B-cell lymphomas26,27 but also might turn out to be
beneficial in B cell–driven autoimmune conditions.28,29 In gen-
eral terms, the causes of all antibody deficiencies arising from
conditions with B-cell dyscrasia will teach us about B-cell
biology, which in turn might become premier targets for hematol-
ogists treating B-cell malignancies.
However, mutations affecting proteins of the BCR complex,

such as the m-chain, Ig-a, and Ig-b, lead to similar phenotypes in
mice and human subjects. Patients with am-chain deletion present
as having severe hypogammaglobulinemia caused by a block in
early B-cell development.30,31 Although pro-B cells are present at
normal levels, patients lack pre-B cells in the BM and, conse-
quently, all mature B-cell subsets in the periphery, which is sim-
ilar towhat is observed in micewith a deletion of them-chain.32,33

Similarly, B-cell development is arrested at the pro–B-cell
stage in patients with null mutations in genes encoding Ig-a
(CD79a)34,35 and Ig-b (CD79b).36 A missense mutation in the
CD79B gene results in an amino acid substitution near a cysteine
residue, thus preventing the formation of the disulfide bond
between Ig-b and Ig-a and the assembly of a functional
pre-BCR.37 Phenotypically, the defect results in severe B-cell
lymphopenia with less than 0.1% peripheral B cells.
Recently, a homozygous deletion of the downstream BCR

signaling component caspase recruitment domain–containing
protein 11 (CARD11) was shown to result in an antibody
deficiency by blocking B-cell differentiation.38,39 CARD11 inter-
acts with B-cell lymphoma 10 (BCL10) and mucosa-associated
lymphoid tissue lymphoma translocation protein 1 (MALT1)
and functions in the signaling pathway by activating canonical
NF-kB after BCR engagement.40 Interestingly, work conducted
in mice has demonstrated that CARD11 acts also as a modulator
of B-cell tolerance41 because point mutations in Card11 equiv-
alent to those found in B-cell lymphomas induce the proliferation
of self-reactive B cells instead of apoptosis.
Although mutations affecting major components of the BCR

signaling machinery, such as the m-chain, Ig-a, Ig-b, and BTK,
lead to a developmental block of early B cells in the BM,
mutations in genes encoding components of the B-cell coreceptor
complex have been shown to be less severe. Human subjects
lacking CD19,42,43 CD21,44 or CD8145 showed normal numbers
of B cells in the periphery. However, affinity maturation and an-
tibody responses were impaired, thus leading to hypogammaglob-
ulinemia and increased susceptibility to infections.
Synopsis: Striking differences exist betweenmurine and human

B-cell development. In contrast to murine pre-B cells, human
B-cell precursors do not depend on IL-7 as a pre–B-cell growth
factor, whereas mutations in genes encoding components down-
stream of pre-BCR signaling completely block development in
the BM. Mutations in BCR coreceptor genes impair humoral im-
mune responses and increase susceptibility to bacterial infections.
Inhibitors of BCR signaling are promising new therapeutics to
treat B-cell malignancies and B cell–dependent autoimmune
diseases.
BM EGRESS AND GUIDANCE TO THE SECONDARY
LYMPHOID ORGANS

Circulating through the body through the bloodstream and the
lymph, B cells regularly visit secondary lymphoid organs, such as
the spleen, lymph nodes, tonsils, Peyer patches, and mucosal tis-
sues. Homing to B-cell follicles, formation of germinal centers
(GCs), and egress from tissues back to the circulation are regu-
lated by adhesion molecules and by the interplay between differ-
ent G protein–coupled receptors. Although chemokine receptors
respond to a gradient of chemokines produced by tissue stromal
cells, sphingosine-1-phosphate (S1P) receptors react against
S1P. S1P is a multipotent lipid mediator synthesized by plate-
lets,46 erythrocytes,47 and vascular endothelial cells.48 High
S1P concentrations in blood and lymph attract B cells and induce
the egress from the lymphoid tissues, where S1P concentrations
are low.49

Mouse models with deleted S1P receptor genes have shown
that the egress of immature B cells from the BM is in part
regulated by S1P receptor 1.50 S1P receptor 1 knockout mice have
less circulating transitional B cells, whereas the number of imma-
ture B cells in the BM is increased, where they stay longer.51

Cannabinoid receptor 2 (CNR2) was shown to play a role in the
sinusoidal retention of immature B cells in the BM.52 CNR2
antagonists displaced immature B cells from the sinusoids, and
moreover, CNR2 deficiency in mice resulted in a reduction in
l1 B-cell numbers in the periphery, mainly because immature
B cells in the BM had less time for secondary rearrangements
of their L-chain genes.52

After leaving the BM, B lymphocytes home to the spleen. Here
B cells populate niches to form the MZ and the follicular B-cell
compartment. The positioning of cells into the MZ of mice was
shown to be guided by the expression of CNR2.Mice deficient for
CNR2 have fewer numbers of MZ B cells.53,54 Antagonists of en-
docannabinoids were able to deplete the B cells from theMZ, and
vice versa, overexpression of CNR2 guided B cells to the MZ.55

Synopsis: In mice G protein–coupled receptors, such as S1P re-
ceptors and CNR2, regulate the egress of B cells from the BM, as
well as positioning in the B-cell follicles and the splenic MZ.
MZ B CELLS, TOLL-LIKE RECEPTORS, AND
CYTOSKELETAL REMODELING

T cell–independent humoral responses are mounted by B cells
of the MZ and the mucosa. In the spleen MZ B cells are the first
line of defense against blood-borne pathogens.56 During the first 3
days of an infection, they rapidly develop into extrafollicular
plasma cells secreting IgM,57 which forms immune complexes
with the pathogen.
Human MZ B cells express IgM carrying somatic hypermuta-

tions (SHMs) within the variable regions and recirculate, whereas
their murine counterparts have unmutated variable regions and
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remain in the spleen.58,59 Several findings indicate that the SHM
in IgM variable regions of human MZ B cells originate indepen-
dently from antigen-driven clonal expansion in GCs. First, young
children show a higher clonal diversity in the MZ subset than in
switched B cells.59 Second, the MZ compartment found in chil-
dren less than 2 years of age shows expression of low levels of
activation-induced cytidine deaminase (AID), a critical enzyme
for SHM,60 whereas AID expression was not detected in MZ
B cells from adult spleens.61,62 Third, although their numbers
are reduced, MZ B cells are found in patients with genetic defects
in theCD40LG orCD40 genes encoding 2molecules essential for
TH cell–dependent GC reactions.63,64 Therefore it was proposed
that MZ B cells develop and mutate during the first years of age
independently from immune responses.
Recently, it was shown that humanMZ B cells strongly depend

on myeloid differentiation primary response gene–88 (MyD88),
IL-1 receptor–associated kinase 4 (IRAK4), and Toll–IL-1 recep-
tor domain–containing adaptor protein (TIRAP), which are
downstream signaling components of many Toll-like receptors
(TLRs).65 However, abnormalities in MZ B-cell numbers were
not found in patients with mutations in Toll-like IL-1 receptor
domain–containing adapter inducing IFN-b (TRIF) and
uncoordinated-93B (UNC93B). Both factors are essential for sig-
naling through TLRs located in endosomes, such as TLR3, TLR7,
TLR8, and TLR9. Thus the authors postulated that the develop-
ment, homeostasis, or both of human MZ B cells might depend
on TIRAP-transmitted signals induced by TLRs expressed on
the cell surface, such as TLR10.
Two studies of patients with severe immunodeficiencies have

uncovered dedicator of cytokinesis 8 (DOCK8) as an important
factor for the generation of humoral immune responses.66,67

DOCK8 is a guanine exchange factor interacting directly with
the Rho GTPase cell division control protein 42 (cdc42),68 a crit-
ical component of signaling pathways regulating cell morphol-
ogy69 and division.70 The clinical manifestations linked to
DOCK8 deficiency are characterized by a highly increased sus-
ceptibility to bacterial infections and to increased IgE levels,
resulting in an hyper-IgE syndrome.66 DOCK8-deficient patients
lack MZ B cells, do not produce protective antibodies after vacci-
nation, and have extremely low numbers of switched memory
B cells.66,67,71 In addition to the role of DOCK8 as a guanine
nucleotide exchange factor regulating cytoskeletal remodeling
and immunologic synapse formation, it was recently shown that
DOCK8 associates with MyD88 and serves as an adaptor in the
TLR9 signaling pathway in B cells.72 Because B-cell prolifera-
tion was affected in DOCK8-deficient B cells after TLR9 but
not after CD40 costimulation, DOCK8 might be more important
for T-independent than for T-dependent B-cell responses.
Apart from DOCK8, another regulator of the cytoskeletal

reorganization, termed L-plastin, was shown to be essential for
the development of murine MZ B cells.73 In addition to a greater
than 80% reduction inMZB-cell numbers, Lpl2/2mice have only
60% of follicular B cells. As an actin-binding protein, L-plastin
plays a role in BCR signaling, as well as in S1P-directed position-
ing of B cells into the MZ zone.
Another defect disturbing cytoskeletal organization and B-cell

responses is caused by mutations in the WAS gene, resulting in
Wiskott-Aldrich syndrome (WAS).74 Because it encodes a critical
regulator of actin polymerization, mutations in WAS result in
defective B-cell migration and breaking of B-cell tolerance.75

Therefore in addition to immunodeficiency, patients with WAS
have autoimmunity as well.76 Because MZ B cells shuttle in
response to S1P and chemokine signals between follicles and
the MZ,50 WAS mutations inhibit the development and mainte-
nance of MZ B cells.77

Synopsis: MZ B cells form a first line of defense against blood-
borne pathogens and elicit a T-independent immune response. In
human subjects mutations in TLR signaling components impair
MZ B-cell responses.
SURVIVING IN THE PERIPHERY: THE B-CELL
ACTIVATOR OF THE TNF-a FAMILY AND A
PROLIFERATION-INDUCING LIGAND SYSTEM
The survival of B cells in the periphery depends on the

expression of a functional BCR and on signals generated by
B-cell activator of the TNF-a family (BAFF) binding to BAFF
receptor (BAFF-R).78 During B-cell maturation, BAFF-R is
expressed first by immature B cells in the BM.79 In addition to
BAFF-R, BAFF binds to 2 receptors termed transmembrane acti-
vator, calcium modulator, and cyclophilin ligand interactor
(TACI) and B-cell maturation factor (BCMA).80 These 3 recep-
tors form a ligand-receptor system that includes the homologous
ligand a proliferation-inducing ligand (APRIL). APRIL, in con-
trast to BAFF, binds only TACI and BCMA but does not interact
with BAFF-R (Fig 2).

BAFF-R expression increases when transitional B cells differ-
entiate into MZ and follicular B cells. However, BAFF-R is not
found on long-lived plasma cells in the BM, which express
BCMA,81 whereas TACI is expressed by B cells of the MZ and
switched memory B cells.82

The role of BAFF-R in B-cell survival was first demonstrated in
mice.78,83 The main function of BAFF-R is to provide survival
signals for immature andmature B cells.84,85 Micewith a deletion
in the Baff-r or Baff genes showed a marked reduction in B-cell
numbers and a developmental block at the transitional T2 stage.
Specific antibody production was low in BAFF-R–deficient
mice but increased after immunization with T cell–independent
and T cell–dependent antigens.83 The phenotype of BAFF-R–de-
ficient mice is less severe than in Taci2/2mice because they show
a robust T cell–independent antibody response that can be main-
tained by TACI. Reflecting the main role of BAFF-R in survival,
the overexpression of transgenic Bcl2 in Baff-r2/2 mice allowed
mature B cells to develop.83

In human subjects BAFF-R deficiency was discovered by
screening patients with common variable immunodeficiency
(CVID) with low numbers of B cells.86 In addition to a strong
B-cell lymphopenia, B-cell phenotyping revealed a relative in-
crease in numbers of transitional B cells. The strong reduction
in MZ and switched memory B-cell numbers was accompanied
by reduced serum IgM and IgG levels and impaired T cell–inde-
pendent immune responses against pneumococcal polysacchar-
ides. Unlike in other patients with CVID, IgA serum levels
were normal, and IgA1 plasma cells were found in the gut.86

Likewise, Baff2/2 mice have normal IgA levels.87 In contrast to
BAFF-R deficiency, deletion of Taci88 or April89 in mice and
mutations in the TACI-encoding TNFRSF13B gene in human sub-
jects have significantly reduced IgA levels.90,91 Therefore it
seems that serum IgA concentrations depend on functional
TACI-APRIL interactions.
TACI deficiency is also associated with humoral immunodefi-

ciency, as documented by severely decreased T cell–independent



FIG 2. BCRandBAFF-R signaling cascades in B cells. Antigen binding to surface IgM induces conformational

changes in the BCR, including the signaling components Ig-a (CD79A) and Ig-b (CD79B). The conformational

changes allow binding of the tyrosine kinases, such as spleen tyrosine kinase (SYK), and initiates several key

signaling cascades composed of protein phosphorylation and processing reactions. Spleen tyrosine kinase

phosphorylates Ig-a/Ig-b and the adapter protein SLP65 (BLNK), serving as scaffold for other substrates,

including BTK. Phosphorylation of downstream substrates, including the phosphatidylinositol-4.5 bisphos-

phate 3-kinase (PI3K) and phospholipase C (PLCg2), activates downstream transcription factors, such as

NF-kB1, nuclear factor of activated T cells (NFAT), and serum response factor (SRF). AKT (PKB) induces pro-

tein synthesis and cellular fitness, prolonging cell survival. BCR signals activate sphingosine-kinase

1 (SPHK1). Theenzymephosphorylates sphingosine (Sph), ametaboliteof themembrane lipid sphingomyelin,

to generate S1P, which is required by TNF receptor–associated factor 2 (TRAF2) as a cofactor. BAFF binds to

BAFF-R and with lower affinity to TACI and BCMA, whereas APRIL only binds to TACI and BCMA. BAFF-R is

expressed by all B cells, TACI by MZ and memory B cells, and BCMA by activated B and plasma cells. The

alternativeNF-kBpathway isactivatedbyBAFFbinding toBAFF-R.Conformational changesofBAFF-Rpromote

TRAF binding and allow release of the NF-kB–inducing kinase (NIK). NIK activates inhibitor of NF-kB kinase a

(IKKa), which phosphorylatesNF-kB2p100. Phosphorylatedp100 isprocessedonubiquitination into the active

form p52, which assembles with relB into a transcriptional activator upregulating prosurvival genes. BAFF-R

signaling also induces AKT and protein synthesis, thus increasing cellular fitness. DAG, Diacylglycerol; IP3,

inositol-1,4,5-trisphosphate; MALT, mucosa-associated lymphoid tissue lymphoma translocation protein;

MAPK, mitogen-activated protein kinase;mTOR, mammalian target of rapamycin; PKC, protein kinase C.
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immune responses to polysaccharide antigens. Correspondingly,
TACI is expressed on MZ B-cell subsets, strong responders to
T cell–independent type II antigens. Because TACI-deficientmice
have high numbers of B cells, it was proposed that TACI acts as a
negative regulator of B-cell survival. Consistent with this, TACI-
deficient mice tend to have lymphoproliferative disorders and
autoimmune diseases with high titers of autoantibodies.92,93

Patients with CVID share immunologic features of Taci2/2

mice, including immunodeficiency, lymphoproliferation, and
autoimmunity. In fact, 5% to 10% of patients with CVID carry
at least 1 germline mutation in TACI.90,91 B cells from TACI-
deficient patients do not initiate class-switch recombination
(CSR) when cocultured with either APRIL or BAFF.91 Low IgA
and IgG antibody titers in TACI-deficient patients underline the
role of this receptor in CSR in human subjects. The absence of
pneumococcal cell wall polysaccharide-specific IgG antibodies
in some TACI-deficient patients also supports the role of TACI
in immune responses to blood-borne pathogens. It has also been
suggested that decreased numbers of BAFF-binding receptors
caused by the absence of TACI give rise to more circulating
BAFF binding to BAFF-R, thus supporting B-cell survival.94 In
human subjects it was recently shown that the numbers of BAFF
binding sites can regulate steady-state BAFF concentrations.95

High levels of BAFF, as demonstrated by BAFF transgenic
mice, increase numbers ofmature B cells and lead to a progressive
autoimmune disease similar to systemic lupus erythematosus.96

In the human spleen the areas surrounding the MZ are
colonized by a special subtype of neutrophils termed B-cell
helper neutrophils (NBH cells), which are distinct from their circu-
lating counterparts, NC cells.97 The MZ colonization with NBH

cells occurs through a noninflammatory pathway in the absence
of an infection. NBH cells provide an MZ B cell–interacting
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structure facilitating antibody production and SHM by activating
MZ B cells with APRIL and BAFF. In contrast to TH cells, which
support follicular B cells in the GC reaction, NBH cells induce a
potent extrafollicular B-cell response against T cell–independent
antigens. Correspondingly, patients with congenital neutropenia
had fewer MZ B cells with less SHMs.
The role of BCMA as a survival factor for plasma cells is still

unclear. Originally, it was described that mice deficient for
BCMA had a normal B-cell compartment. However, the survival
of long-lived plasma cells was impaired.98 On a Fas/CD95-
deficient background,Bcma2/2mice have a fatal lymphoprolifer-
ative syndrome caused by an enormous increase in both short- and
long-lived plasma cells.99 The pathologic features include high
titers of autoantibodies against nuclear antigen, rheumatoid fac-
tor, and deposition of immune complexes. Similar to Bcma2/2

mice, Fas2/2Bcma2/2 mice had lower numbers of BM plasma
cells. Therefore BCMA might have dual function. Because
BCMA is rapidly upregulated together with Fas on activated
B cells, both receptors seem to control synergistically B-cell pro-
liferation and selection in the GC reaction. However, in the BM
BMCA might act as a survival factor for long-lived plasma cells.
Synopsis: B-lymphocyte survival depends on BAFF-R signal-

ing because BAFF-R deficiency blocks B-cell development at
the stage of transitional B cells. Mutations in the related receptor
TACI impair the development of IgA- and IgG-secreting plasma
cells and promote lymphoproliferation. NBH cells surrounding the
splenic MZ are critical for the production of BAFF and APRIL, 2
TNF-like ligands binding to BAFF-R and TACI, respectively.
DEVELOPMENT AND MAINTENANCE OF MEMORY
B CELLS AND PLASMA CELLS

Studies with survivors of the 1918 influenza pandemic have
shown that antigen-specific memory B cells can persist for
decades in the absence of antigen.100 Antigen-induced T cell–de-
pendent B-cell activation takes place in GCs in the spleen and
lymph nodes and leads to development of plasma and switched
memory B cells.101,102 B-cell activation in GCs upregulates
AID. The enzyme deaminates cytidine residues in the DNA,
thus generating uracil residues, which are marked by the uracil-
N-glycosylase (UNG) to be recognized by repair enzymes. This
process is part of the enzymatic machinery generating SHMs in
the variable region of the expressed immunoglobulin gene.103

Hypermutations in the variable regions increase or decrease the
affinity of antibodies to antigen. Therefore they represent, in
addition to the immunoglobulin gene rearrangement in the BM,
a second diversification step. This has evolved to transform anti-
bodies with intermediate or low affinities into highly specific tools
against pathogenic antigens. In parallel, immunoglobulins change
their effector functions by replacing the IgM constant region
against those of IgG, IgA, or IgE. This process, termed immuno-
globulin CSR, is catalyzed by components of the SHM machin-
ery, including AID and enzymes of the nonhomologous
end-joining complex. Ultimately, GC B cells become long-lived
memory B cells or plasma cells. They can reside either in second-
ary lymphoid organs or migrate to the BM. Also shown by
humoral immunodeficiencies, the development of long-lived
memory and plasma cells is interrupted by mutations in genes
encoding components of the SHM/CSR machinery, such as
AID,60 UNG,104 and postmeiotic segregation increased 2
(PMS2).105 As shown by humoral immunodeficiencies, other
components and receptor-ligand pairs are required for successful
B/T-cell interactions, such as CD40,106 CD40 ligand,107 or induc-
ible costimulator,108 which is expressed by follicular TH cells.
Similar to these defined genetic defects, patients with CVID
with impaired plasma cell development have almost no switched
memory B cells. This suggests that the development of switched
memory cells is intimately connected to plasma cell development.
However, it is still unknown where exactly switched memory
B cells branch off from the path to plasma cell development.
The human memory B-cell compartment is far less uniform

than originally thought. A recent publication has defined the
existence of several memory B-cell subsets differentiating from 3
different origins.64 The origin of CD272IgG1 memory B cells is
the spleen, whereas CD271IgM1IgD2 and class-switched
CD271IgG/IgA1 memory B cells develop in the GCs. Sharing
common features with IgA1 B cells in the lamina propria,
CD272IgA1 B cells can come from the gut, where they are gen-
erated outside of the GCs, even in CD40 ligand–deficient patients.
This memory B-cell subset is characterized by a limited replica-
tion history and dominant IgA2 H-chain and Igl L-chain use.
Switched memory B cells also differ from their precursors by

their requirements for survival signals. Treatment of patients with
systemic lupus erythematosus with the BAFF-neutralizing mAb
belimumab revealed that persistence of memory B cells does not
require BAFF/BAFF-R interactions, as is the case for transitional,
follicular, and MZ B cells.109

Treatment of patients with autoimmune diseases with the B
cell–depleting anti-CD20 mAb rituximab revealed that plasma
cells in human subjects can be both short and long lived.110,111

Long-lived plasma cells survive in specialized niches of the
BM112,113 or through the continuous, antigen-driven differentia-
tion of memory B cells.114 Analyses of serum immunoglobulin
titers against viral antigens or vaccines in rituximab-treated
patients, whose B cells were entirely eliminated, showed that
CD202 long-lived plasma cells can persist for years. Part of the
long-lived plasma cell repertoire of the BM is replaced by newly
incoming plasma cells generated during acute immune
responses.115 It has been widely accepted that long-lived plasma
cells originate from B cells activated in concert with T-follicular
helper cells in the GC reaction. However, recent findings revealed
T cell–independent methods of long-lived plasma cell formation.
For example, long-lived plasma cells can be generated in T cell–
deficient mice that have been treated with haptenated LPS.116

Although IgM antibodies were thought to be secreted by short-
lived plasma cells, it has now been reported that chronic infec-
tions with Ehrlichia muris induce CD138highIgMhigh BM plasma
cells, contributing to a long-lasting IgM titer.117

Development of both short-lived and long-lived plasma cells
depends on the expression of the transcription factor B lympho-
cyte–induced maturation protein 1 (Blimp-1),118 a master gene of
plasma cell development. Blimp-1 induces X-box binding protein
1 (XBP1),119 a key transcription factor, to initiate the unfolded
protein response. Blimp-1 activity is also required to downregu-
late the transcription factor paired-box protein 5 (PAX5),120 the
master gene for B-cell development induced in common lympho-
cyte progenitor cells to initiate B-lineage commitment.
The guidance of plasma cells to their niches is achieved by

changing the responsiveness to tissue-specific chemokines.
Downregulation of GC-related chemokine receptors, such as
CXCR5, as well as upregulation of CXCR4, promotes plasma cell
homing to sites with high expression of the CXCR4 ligand
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CXCL12, which is produced, for example, by BM stromal
cells.121-123

Long-lived plasma cells are terminally differentiated and seem
not to divide. Therefore they need survival signals to ensure long-
term existence. Potent in vitro plasma cell survival factors are
IL-6 and ligands for CD44, such as hyaluronic acid.124

Recently, it has been shown that human and murine plasma
cells express CD28 together with its ligands, B7.1 and B7.2.
CD28 is expressed on T cells, providing costimulatory signals on
binding to B7 molecules on antigen-presenting cells. Mice
deficient for CD28 have been used to uncover a role of this
receptor in both short-lived and long-lived plasma cells. This is
because plasma cells secrete higher levels of antibodies in the
absence of CD28. Because the deficiency in the B7 molecules
causes the same phenotype,125 CD28-B7 interactions seem to
negatively regulate the rate of antibody secretion by plasma
cells.126 However, in malignant plasma cells CD28 signaling
was shown to induce cell survival, thus protecting them against
apoptosis induced by cytostatics.127

Despite these extensive studies on the role of ligands, receptors,
signaling components, and transcription factors, the mechanisms
for how long long-lived plasma cells persist in the BM are not yet
completely understood.
Synopsis: In T-dependent immune responses, class-switched

memory B cells and plasma cells develop in GCs. Mutations
affecting components of the class-switch and SHM machinery
prevent the formation of memory B and plasma cells expressing
IgA, IgG, and IgE. The human memory B-cell compartment is
more complex than originally thought, including extrafollicular
memory B lymphocytes and cells originating from the gut and
spleen. Nondividing, long-lived plasma cells reside in the BM.
These cells are not eliminated by rituximab treatment. Fig 3 sum-
marizes genetic defects interrupting B-cell development and
activation.
B-CELL TOLERANCE
It was already recognized by Paul Ehrlich, after he postulated

the ‘‘side-chain-theory’’ in 1897 to describe the function of the yet
to be discovered antibodies, that reactivity against self-antigens
represents a thread to the organism.128 Bearing this in mind, he
coined the term ‘‘horror autotoxicus.’’ Decades later, Frank
Mcfarlane Burnet developed the concept of clonal deletion or se-
lection of autoreactive or nonautoreactive B cells, respectively.
This concept explains how reactivity against foreign antigens
and pathogens can be achieved without generating a large spec-
trum of potentially harmful autoreactivities.129 With the onset
of transgenic and knockout/knock-in mouse technology, it was
then possible to prove these concepts directly for defined antibody
specificities in vivo. Chris C. Goodnow developed a very elegant
mouse model to demonstrate clonal B-cell anergy and clonal de-
letion as mechanisms evolved to silence autoreactive B cells. The
model is based on transgenic mice expressing hen’s egg lysozyme
(HEL)–specific IgM/IgD immunoglobulins from m-d/k trans-
genes that were combined with another mouse strain expressing
transgenic HEL either in a soluble or membrane-bound
form.130-132 It has been widely used to investigate the selection
mechanisms acting on B cells and the molecules involved in
this process. Clonal deletion of autoreactive B cells at the stage
of immature B cells was also shown by several other groups using
different transgenic mouse models.133-135 In addition to clonal
anergy and deletion, secondary rearrangements of L-chain genes
expressed by autoreactive, IgM1 immature B cells in the BM
were found to be one of the key regulatory mechanisms. This pre-
vents the exit of highly autoreactive B cells from the BM into the
circulation.136,137 Which of these mechanisms plays a role in the
selection of human B cells and in shaping the B-cell repertoire in
human subjects? The comparison of antibody specificities be-
tween newly formed immature B cells in the BM, circulating tran-
sitional B cells, and mature B cells has clearly shown that the
repertoire of immature B cells contains a large proportion of spec-
ificities recognizing self-antigens, such as insulin or DNA.138 In
contrast, these specificities represent only a small part within
the repertoire of mature B cells. Repertoire analysis with B cells
from patients with defects in the BCR,139 TLRs,140 and accessory
receptor signaling141,142 revealed that in human subjects BCR and
TLR signals are critical in guiding the selection of B cells.143

These analyses show that the human immune system is equipped
with an effective counterselection system precluding the exit of
autoreactive B cells into the pool of mature, circulating B cells.
However, autoimmune diseases and the many specificities of au-
toantibodies clearly prove that this selection process leaves many
holes, allowing autoreactive B cells to sneak through. Where are
these holes, and which mechanisms might allow autoreactive
B cells to develop into short- or even long-lived plasma cells?
The anti-HEL IgM/D X HEL transgenic mouse model clearly

showed that B cells expressing surface IgM/IgDwith high affinity
to soluble HEL as autoantigen are ‘‘silenced’’ because their BCR
does not respond to antigen triggering. The unresponsiveness is
mainly due to the different rates of receptor internalization
between surface IgM and surface IgD because surface IgD is
more stable144 and less rapidly downregulated than IgM on bind-
ing to HEL as a self-antigen.145

Regulation of B-cell responsiveness by different recycling
rates of autoantigen-binding surface IgM and surface IgD has
very recently been shown by Zikherman et al146 in a transgenic
mouse model. It is based on the observation that transcription
of nuclear receptor 77 (nur77), a steroid-thyroid hormone retinoid
receptor family member, is rapidly induced after antigen binding
to the BCR. Expressing a green fluorescent protein (GFP) trans-
gene under the transcriptional control of nur77 regulatory ele-
ments, B cells of these mice emit green fluorescence when the
BCR binds antigen. There the system is an ideal reporter to mon-
itor BCR engagement in vivo. Surprisingly, and in contrast to
current concepts, all mature B cells expressed nur77-driven
GFP, although at different intensities, suggesting that all B cells
are autoreactive. Autoantigen binding was detected first in transi-
tional B cells on entering the spleen, whereas immature and pre-B
cells in the BMdid not activate nur77-GFP expression. Thismight
be explained by assuming that the signals sensed by autoantigen-
binding immature B cells in the BMmight not be strong enough to
upregulate nur77 transcription. However, in the spleen nur77-
GFP fluorescence intensity correlated directly with the pattern
of IgM and IgD surface expression. The highest GFP levels
were found in IgDhiIgMlo follicular B cells. Because IgDhiIgMlo

B cells had a stronger response by Ca21 flux to anti-IgD than to
IgM cross-linking, these follicular B cells have all the attributes
of silenced anergic B cells, as described in the HEL model. In hu-
man subjects most of the follicular B cells have an IgDhiIgMlo

phenotype. Therefore a major part of our B-cell repertoire seems
to be formed by self-reactive B cells that are kept alive by BAFF/
BAFF-R signaling waiting to be activated by TH cells on antigen



FIG 3. Genetic defects interrupting B-cell development. Genetic defects interrupting B-cell development at

different stages are boxed in red.
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binding. Thus everyone has a large repertoire of autoreactive
B cells forming a reservoir of clones that have the potential to dif-
ferentiate in the GC reaction into plasma cells secreting highly
autoreactive pathogenic autoantibodies.147,148

In another anti-HEL/HEL transgenic mouse model, it was
shown that the development of such clones is regulated by their
affinity for the self-antigen and by the distance of the autoantigen
from the GC, in which autoreactive B cells are activated by cross-
reactive foreign antigens.149 Sufficiently high levels of self-
antigens within the GC effectively prevent the differentiation of
autoreactive GC B cells into plasma cells, even if their BCRs
are highly cross-reactive to foreign antigens. However, if self-
antigens are expressed in other tissues and organs outside of the
GC, self-reactive B cells escape deletion and can be positively
selected to initiate a high-affinity autoimmune response.149 This
mechanism might account, for instance, for the presence of
cross-reactive autoantibodies in antiviral immune responses150

and in hepatitis C–related autoimmune thrombocytopenia. There-
fore the balance between the relative affinity of BCRs to self-
antigens and foreign antigens and the distance of self-antigens
from activated B-cell clones in the GC are key parameters in
determining the fate of self-reactive GC B cells and in discrimi-
nating between protective immune responses and autoimmunity.
Fig 4 summarizes checkpoints for autoreactive B cells.
Synopsis: In the BMautoreactiveB cells are rescued by second-

ary rearrangement of their L-chains, resulting in new antibody
specificities. In the spleen most if not all B cells seem to bind
self-antigens to some extent. Cells with higher affinity are
rendered unresponsive to IgM-dependent signaling. They can
be rescued by antigen binding to their BCR in cooperation with
T-cell help. Self-antigens expressed in GCs block the formation
of memory and plasma cells expressing high-affinity autoanti-
bodies. Because B cells do not discriminate between foreign
antigens and self-antigens found only outside the GC, the latter
might serve as targets for high-affinity autoantibodies.
SUMMARY
Many different lines of genetically engineered mice carrying

germline mutations in immunologically important genes were
and still are indispensable to study the molecular mechanisms
regulating B-cell development, selection, and response. However,
the comparison of mouse mutants with corresponding genetic
defects in human subjects revealed significant differences
between human and murine B cells with respect to early phases
of development, subset composition, and responses to antigens.
Human B-cell development, for instance, does not depend on
IL-7, whereas mutations in genes like BTK and BLNK block
maturation of human but not murine pre-B cells. Human subjects,
but not mice, have circulating MZ B cells carrying somatic
mutations right after birth, and human subjects have a large
compartment of circulating class-switched memory B cells that is
much smaller in adult mice. Because primates and rodents
diverged from a common ancestor at least 65 million years ago,
such differences reflect the adaptation of the respective immune
systems to the different physiologies, the different life spans, the
environment, pathogens, commensal agents, and so on.
Despite the increase in knowledge about human B-cell

biology, many basic questions still remain. For example, how
do GC B cells decide whether they prefer to develop into
switched memory B cells or plasma cells. Do different switched
memory B-cell subsets have different functions in immune
responses? Do they develop into short- or long-lived plasma
cells? Which survival signals keep memory B cells and plasma
cells alive over decades, or how can we exploit the character-
istics of human B cells to improve vaccination? With the current



FIG 4. B-cell tolerance models. If immature B cells bind to self-antigens, they can undergo secondary

rearrangement of L-chain loci to generate new specificities with lower affinity to self-antigens. Strongly

binding cells will die in the BM; all other cells emigrate to the spleen, where BCRs bind to self-antigens with

various affinities. Strong binding can lead to exclusion from B-cell follicles, and intermediate binding can

lead to enhanced IgM internalization and functional anergy. Binding of (foreign) antigens to IgD combined

with T-cell help rescues anergic B cells and allows activation and entry into the GC reaction. Cells exposed to

self-antigens in the GCs are not selected into the pool of long-lived switched memory B cells and plasma

cells. B cells expressing BCRs reactive against self-antigens located outside of the GCs are selected into the

memory B lymphocyte and plasma cell pool. This mechanism might account for the generation of

autoreactive B cells in patients with autoimmune diseases.
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pace of discovering new genetic defects and deciphering the
functions of their gene products, we can expect to be able to
understand human B-cell biology in the near future to foster the
development of new tools that specifically target dysfunctional
B lymphocytes to treat autoimmunity, B-cell malignancies, and
immunodeficiency.
REFERENCES

1. Muller AM, Medvinsky A, Strouboulis J, Grosveld F, Dzierzak E. Development

of hematopoietic stem cell activity in the mouse embryo. Immunity 1994;1:

291-301.

2. Medvinsky A, Dzierzak E. Definitive hematopoiesis is autonomously initiated by

the AGM region. Cell 1996;86:897-906.

3. Tonegawa S. [Molecular biology of immunologic recognition]. Tanpakushitsu

Kakusan Koso 1987;32:239-50.

4. van Zelm MC, Szczepanski T, van der Burg M, van Dongen JJ. Replication his-

tory of B lymphocytes reveals homeostatic proliferation and extensive antigen-

induced B cell expansion. J Exp Med 2007;204:645-55.

5. Melchers F. The pre-B-cell receptor: selector of fitting immunoglobulin heavy

chains for the B-cell repertoire. Nat Rev Immunol 2005;5:578-84.

6. ten Boekel E, Melchers F, Rolink AG. Precursor B cells showing H chain allelic

inclusion display allelic exclusion at the level of pre-B cell receptor surface

expression. Immunity 1998;8:199-207.
7. Noguchi M, Nakamura Y, Russell SM, Ziegler SF, Tsang M, Cao X, et al. Inter-

leukin-2 receptor gamma chain: a functional component of the interleukin-7

receptor. Science 1993;262:1877-80.

8. Puel A, Ziegler SF, Buckley RH, Leonard WJ. Defective IL7R expression in T(-)

B(1)NK(1) severe combined immunodeficiency. Nat Genet 1998;20:394-7.

9. Macchi P, Villa A, Giliani S, Sacco MG, Frattini A, Porta F, et al. Mutations of

Jak-3 gene in patients with autosomal severe combined immune deficiency

(SCID). Nature 1995;377:65-8.

10. Guo B, Kato RM, Garcia-Lloret M, Wahl MI, Rawlings DJ. Engagement of the

human pre-B cell receptor generates a lipid raft-dependent calcium signaling

complex. Immunity 2000;13:243-53.

11. Matthias P, Rolink AG. Transcriptional networks in developing and mature

B cells. Nat Rev Immunol 2005;5:497-508.

12. Carsetti R, Kohler G, Lamers MC. Transitional B cells are the target of negative

selection in the B cell compartment. J Exp Med 1995;181:2129-40.

13. Conley ME, Parolini O, Rohrer J, Campana D. X-linked agammaglobulinemia:

new approaches to old questions based on the identification of the defective

gene. Immunol Rev 1994;138:5-21.

14. Hashimoto S, Tsukada S, Matsushita M, Miyawaki T, Niida Y, Yachie A, et al.

Identification of Btk gene mutations and characterization of the derived proteins

in 35 X-linked agammaglobulinemia families: a nationwide study of Btk

deficiency in Japan. Blood 1996;88:561-73.

15. Conley ME, Mathias D, Treadaway J, Minegishi Y, Rohrer J. Mutations in btk in

patients with presumed X-linked agammaglobulinemia. Am J Hum Genet 1998;

62:1034-43.



J ALLERGY CLIN IMMUNOL

VOLUME 131, NUMBER 4

PIEPER, GRIMBACHER, AND EIBEL 969
16. Tsukada S, Saffran DC, Rawlings DJ, Parolini O, Allen RC, Klisak I, et al. De-

ficient expression of a B cell cytoplasmic tyrosine kinase in human X-linked

agammaglobulinemia. Cell 1993;72:279-90.

17. Vetrie D, Vorechovsky I, Sideras P, Holland J, Davies A, Flinter F, et al. The gene

involved in X-linked agammaglobulinaemia is a member of the src family of

protein-tyrosine kinases. Nature 1993;361:226-33.

18. Campana D, Farrant J, Inamdar N, Webster AD, Janossy G. Phenotypic features

and proliferative activity of B cell progenitors in X-linked agammaglobulinemia.

J Immunol 1990;145:1675-80.

19. Khan WN, Alt FW, Gerstein RM, Malynn BA, Larsson I, Rathbun G, et al. De-

fective B cell development and function in Btk-deficient mice. Immunity 1995;3:

283-99.

20. Kerner JD, Appleby MW, Mohr RN, Chien S, Rawlings DJ, Maliszewski CR,

et al. Impaired expansion of mouse B cell progenitors lacking Btk. Immunity

1995;3:301-12.

21. Pappu R, Cheng AM, Li B, Gong Q, Chiu C, Griffin N, et al. Requirement for B

cell linker protein (BLNK) in B cell development. Science 1999;286:1949-54.

22. Xu S, Tan JE, Wong EP, Manickam A, Ponniah S, Lam KP. B cell development

and activation defects resulting in xid-like immunodeficiency in BLNK/SLP-65-

deficient mice. Int Immunol 2000;12:397-404.

23. Minegishi Y, Rohrer J, Coustan-Smith E, Lederman HM, Pappu R, Campana D,

et al. An essential role for BLNK in human B cell development. Science 1999;

286:1954-7.

24. Jumaa H, Bossaller L, Portugal K, Storch B, Lotz M, Flemming A, et al. Defi-

ciency of the adaptor SLP-65 in pre-B-cell acute lymphoblastic leukaemia. Na-

ture 2003;423:452-6.

25. Conley ME, Dobbs AK, Farmer DM, Kilic S, Paris K, Grigoriadou S, et al. Pri-

mary B cell immunodeficiencies: comparisons and contrasts. Annu Rev Immunol

2009;27:199-227.

26. Herman SE, Gordon AL, Hertlein E, Ramanunni A, Zhang X, Jaglowski S, et al.

Bruton tyrosine kinase represents a promising therapeutic target for treatment of

chronic lymphocytic leukemia and is effectively targeted by PCI-32765. Blood

2011;117:6287-96.

27. Ponader S, Chen SS, Buggy JJ, Balakrishnan K, Gandhi V, Wierda WG, et al. The

Bruton tyrosine kinase inhibitor PCI-32765 thwarts chronic lymphocytic leuke-

mia cell survival and tissue homing in vitro and in vivo. Blood 2012;119:1182-9.

28. Chang BY, Huang MM, Francesco M, Chen J, Sokolove J, Magadala P, et al. The

Bruton tyrosine kinase inhibitor PCI-32765 ameliorates autoimmune arthritis by

inhibition of multiple effector cells. Arthritis Res Ther 2011;13:R115.

29. Hutcheson J, Vanarsa K, Bashmakov A, Grewal S, Sajitharan D, Chang BY, et al.

Modulating proximal cell signaling by targeting Btk ameliorates humoral

autoimmunity and end-organ disease in murine lupus. Arthritis Res Ther 2012;

14:R243.

30. Yel L, Minegishi Y, Coustan-Smith E, Buckley RH, Trubel H, Pachman LM, et al.

Mutations in the mu heavy-chain gene in patients with agammaglobulinemia. N

Engl J Med 1996;335:1486-93.

31. Lopez Granados E, Porpiglia AS, Hogan MB, Matamoros N, Krasovec S, Pignata

C, et al. Clinical and molecular analysis of patients with defects in micro heavy

chain gene. J Clin Invest 2002;110:1029-35.

32. Kitamura D, Roes J, Kuhn R, Rajewsky K. A B cell-deficient mouse by targeted

disruption of the membrane exon of the immunoglobulin mu chain gene. Nature

1991;350:423-6.

33. Chen J, Trounstine M, Alt FW, Young F, Kurahara C, Loring JF, et al. Immuno-

globulin gene rearrangement in B cell deficient mice generated by targeted dele-

tion of the JH locus. Int Immunol 1993;5:647-56.

34. Minegishi Y, Coustan-Smith E, Rapalus L, Ersoy F, Campana D, Conley ME.

Mutations in Igalpha (CD79a) result in a complete block in B-cell development.

J Clin Invest 1999;104:1115-21.

35. Wang Y, Kanegane H, Sanal O, Tezcan I, Ersoy F, Futatani T, et al. Novel Igalpha

(CD79a) gene mutation in a Turkish patient with B cell-deficient agammaglobu-

linemia. Am J Med Genet 2002;108:333-6.

36. Ferrari S, Lougaris V, Caraffi S, Zuntini R, Yang J, Soresina A, et al. Mutations of

the Igbeta gene cause agammaglobulinemia in man. J Exp Med 2007;204:

2047-51.

37. Dobbs AK, Yang T, Farmer D, Kager L, Parolini O, Conley ME. Cutting edge: a

hypomorphic mutation in Igbeta (CD79b) in a patient with immunodeficiency and

a leaky defect in B cell development. J Immunol 2007;179:2055-9.

38. Snow AL, Xiao W, Stinson JR, Lu W, Chaigne-Delalande B, Zheng L, et al. Con-

genital B cell lymphocytosis explained by novel germline CARD11 mutations.

J Exp Med 2012;209:2247-61.

39. Stepensky P, Keller B, Buchta M, Kienzler AK, Elpeleg O, Somech R, et al. De-

ficiency of caspase recruitment domain family, member 11 (CARD11), causes

profound combined immunodeficiency in human subjects. J Allergy Clin Immu-

nol 2013;131:477-85.e1.
40. Jun JE, Wilson LE, Vinuesa CG, Lesage S, Blery M, Miosge LA, et al. Identify-

ing the MAGUK protein Carma-1 as a central regulator of humoral immune re-

sponses and atopy by genome-wide mouse mutagenesis. Immunity 2003;18:

751-62.

41. Jeelall YS, Wang JQ, Law HD, Domaschenz H, Fung HK, Kallies A, et al. Hu-

man lymphoma mutations reveal CARD11 as the switch between self-antigen-

induced B cell death or proliferation and autoantibody production. J Exp Med

2012;209:1907-17.

42. van Zelm MC, Reisli I, van der Burg M, Castano D, van Noesel CJ, van Tol MJ,

et al. An antibody-deficiency syndrome due to mutations in the CD19 gene. N

Engl J Med 2006;354:1901-12.

43. Kanegane H, Agematsu K, Futatani T, Sira MM, Suga K, Sekiguchi T, et al.

Novel mutations in a Japanese patient with CD19 deficiency. Genes Immun

2007;8:663-70.

44. Thiel J, Kimmig L, Salzer U, Grudzien M, Lebrecht D, Hagena T, et al. Genetic

CD21 deficiency is associated with hypogammaglobulinemia. J Allergy Clin Im-

munol 2012;129:801-10.e6.

45. van Zelm MC, Smet J, Adams B, Mascart F, Schandene L, Janssen F, et al. CD81

gene defect in humans disrupts CD19 complex formation and leads to antibody

deficiency. J Clin Invest 2010;120:1265-74.

46. Yatomi Y, Ohmori T, Rile G, Kazama F, Okamoto H, Sano T, et al. Sphingosine

1-phosphate as a major bioactive lysophospholipid that is released from platelets

and interacts with endothelial cells. Blood 2000;96:3431-8.

47. Hanel P, Andreani P, Graler MH. Erythrocytes store and release sphingosine

1-phosphate in blood. FASEB J 2007;21:1202-9.

48. Venkataraman K, Lee YM, Michaud J, Thangada S, Ai Y, Bonkovsky HL, et al.

Vascular endothelium as a contributor of plasma sphingosine 1-phosphate. Circ

Res 2008;102:669-76.

49. Schwab SR, Pereira JP, Matloubian M, Xu Y, Huang Y, Cyster JG. Lymphocyte

sequestration through S1P lyase inhibition and disruption of S1P gradients. Sci-

ence 2005;309:1735-9.

50. Cinamon G, Matloubian M, Lesneski MJ, Xu Y, Low C, Lu T, et al. Sphingosine

1-phosphate receptor 1 promotes B cell localization in the splenic marginal zone.

Nat Immunol 2004;5:713-20.

51. Pereira JP, Xu Y, Cyster JG. A role for S1P and S1P1 in immature-B cell egress

from mouse bone marrow. PLoS One 2010;5:e9277.

52. Pereira JP, An J, Xu Y, Huang Y, Cyster JG. Cannabinoid receptor 2 mediates the

retention of immature B cells in bone marrow sinusoids. Nat Immunol 2009;10:

403-11.

53. Ziring D, Wei B, Velazquez P, Schrage M, Buckley NE, Braun J. Formation of B

and T cell subsets require the cannabinoid receptor CB2. Immunogenetics 2006;

58:714-25.

54. Basu S, Ray A, Dittel BN. Cannabinoid receptor 2 is critical for the homing and

retention of marginal zone B lineage cells and for efficient T-independent immune

responses. J Immunol 2011;187:5720-32.

55. Muppidi JR, Arnon TI, Bronevetsky Y, Veerapen N, Tanaka M, Besra GS, et al.

Cannabinoid receptor 2 positions and retains marginal zone B cells within the

splenic marginal zone. J Exp Med 2011;208:1941-8.

56. Martin F, Oliver AM, Kearney JF. Marginal zone and B1 B cells unite in the early

response against T-independent blood-borne particulate antigens. Immunity 2001;

14:617-29.

57. Balazs M, Martin F, Zhou T, Kearney J. Blood dendritic cells interact with splenic

marginal zone B cells to initiate T-independent immune responses. Immunity

2002;17:341-52.

58. Weller S, Braun MC, Tan BK, Rosenwald A, Cordier C, Conley ME, et al. Human

blood IgM ‘‘memory’’ B cells are circulating splenic marginal zone B cells har-

boring a prediversified immunoglobulin repertoire. Blood 2004;104:3647-54.

59. Weill JC, Weller S, Reynaud CA. Human marginal zone B cells. Annu Rev

Immunol 2009;27:267-85.

60. Revy P, Muto T, Levy Y, Geissmann F, Plebani A, Sanal O, et al. Activation-in-

duced cytidine deaminase (AID) deficiency causes the autosomal recessive form

of the Hyper-IgM syndrome (HIGM2). Cell 2000;102:565-75.

61. Weller S, Mamani-Matsuda M, Picard C, Cordier C, Lecoeuche D, Gauthier F,

et al. Somatic diversification in the absence of antigen-driven responses is the

hallmark of the IgM1 IgD1 CD271 B cell repertoire in infants. J Exp Med

2008;205:1331-42.

62. Willenbrock K, Jungnickel B, Hansmann ML, Kuppers R. Human splenic margi-

nal zone B cells lack expression of activation-induced cytidine deaminase. Eur J

Immunol 2005;35:3002-7.

63. Weller S, Faili A, Garcia C, Braun MC, Le Deist FF, de Saint Basile GG, et al.

CD40-CD40L independent Ig gene hypermutation suggests a second B cell diver-

sification pathway in humans. Proc Natl Acad Sci U S A 2001;98:1166-70.

64. Berkowska MA, Driessen GJ, Bikos V, Grosserichter-Wagener C, Stamatopoulos

K, Cerutti A, et al. Human memory B cells originate from three distinct germinal



J ALLERGY CLIN IMMUNOL

APRIL 2013

970 PIEPER, GRIMBACHER, AND EIBEL
center-dependent and -independent maturation pathways. Blood 2011;118:

2150-8.

65. Weller S, Bonnet M, Delagreverie H, Israel L, Chrabieh M, Marodi L, et al.

IgM1IgD1CD271 B cells are markedly reduced in IRAK-4-, MyD88- and TI-

RAP- but not UNC-93B-deficient patients. Blood 2012;120:4992-5001.

66. Engelhardt KR, McGhee S, Winkler S, Sassi A, Woellner C, Lopez-Herrera G,

et al. Large deletions and point mutations involving the dedicator of cytokinesis

8 (DOCK8) in the autosomal-recessive form of hyper-IgE syndrome. J Allergy

Clin Immunol 2009;124:1289-302.e4.

67. Zhang Q, Davis JC, Lamborn IT, Freeman AF, Jing H, Favreau AJ, et al. Com-

bined immunodeficiency associated with DOCK8 mutations. N Engl J Med

2009;361:2046-55.

68. Ruusala A, Aspenstrom P. Isolation and characterisation of DOCK8, a member of

the DOCK180-related regulators of cell morphology. FEBS Lett 2004;572:

159-66.

69. Tapon N, Hall A. Rho, Rac and Cdc42 GTPases regulate the organization of the

actin cytoskeleton. Curr Opin Cell Biol 1997;9:86-92.

70. Shinjo K, Koland JG, Hart MJ, Narasimhan V, Johnson DI, Evans T, et al. Mo-

lecular cloning of the gene for the human placental GTP-binding protein Gp

(G25K): identification of this GTP-binding protein as the human homolog of

the yeast cell-division-cycle protein CDC42. Proc Natl Acad Sci U S A 1990;

87:9853-7.

71. Randall KL, Lambe T, Johnson AL, Treanor B, Kucharska E, Domaschenz H,

et al. Dock8 mutations cripple B cell immunological synapses, germinal centers

and long-lived antibody production. Nat Immunol 2009;10:1283-91.

72. Jabara HH, McDonald DR, Janssen E, Massaad MJ, Ramesh N, Borzutzky A,

et al. DOCK8 functions as an adaptor that links TLR-MyD88 signaling to

B cell activation. Nat Immunol 2012;13:612-20.

73. Todd EM, Deady LE, Morley SC. The actin-bundling protein L-plastin is essen-

tial for marginal zone B cell development. J Immunol 2011;187:3015-25.

74. Derry JM, Ochs HD, Francke U. Isolation of a novel gene mutated in Wiskott-

Aldrich syndrome. Cell 1994;79:following 922.

75. Westerberg L, Larsson M, Hardy SJ, Fernandez C, Thrasher AJ, Severinson E.

Wiskott-Aldrich syndrome protein deficiency leads to reduced B-cell adhesion,

migration, and homing, and a delayed humoral immune response. Blood 2005;

105:1144-52.

76. Becker-Herman S, Meyer-Bahlburg A, Schwartz MA, Jackson SW, Hudkins KL,

Liu C, et al. WASp-deficient B cells play a critical, cell-intrinsic role in triggering

autoimmunity. J Exp Med 2011;208:2033-42.

77. Westerberg LS, de la Fuente MA, Wermeling F, Ochs HD, Karlsson MC, Snapper

SB, et al. WASP confers selective advantage for specific hematopoietic cell

populations and serves a unique role in marginal zone B-cell homeostasis and

function. Blood 2008;112:4139-47.

78. Thompson JS, Bixler SA, Qian F, Vora K, Scott ML, Cachero TG, et al. BAFF-R,

a newly identified TNF receptor that specifically interacts with BAFF. Science

2001;293:2108-11.

79. Mihalcik SA, Huddleston PM 3rd, Wu X, Jelinek DF. The structure of the

TNFRSF13C promoter enables differential expression of BAFF-R during B cell

ontogeny and terminal differentiation. J Immunol 2010;185:1045-54.

80. Gross JA, Johnston J, Mudri S, Enselman R, Dillon SR, Madden K, et al. TACI

and BCMA are receptors for a TNF homologue implicated in B-cell autoimmune

disease. Nature 2000;404:995-9.

81. Benson MJ, Dillon SR, Castigli E, Geha RS, Xu S, Lam KP, et al. Cutting edge:

the dependence of plasma cells and independence of memory B cells on BAFF

and APRIL. J Immunol 2008;180:3655-9.

82. Darce JR, Arendt BK, Wu X, Jelinek DF. Regulated expression of BAFF-binding

receptors during human B cell differentiation. J Immunol 2007;179:7276-86.

83. Sasaki Y, Casola S, Kutok JL, Rajewsky K. Schmidt-Supprian M. TNF family

member B cell-activating factor (BAFF) receptor-dependent and -independent

roles for BAFF in B cell physiology. J Immunol 2004;173:2245-52.

84. Schneider P, MacKay F, Steiner V, Hofmann K, Bodmer JL, Holler N, et al.

BAFF, a novel ligand of the tumor necrosis factor family, stimulates B cell

growth. J Exp Med 1999;189:1747-56.

85. Batten M, Groom J, Cachero TG, Qian F, Schneider P, Tschopp J, et al. BAFF

mediates survival of peripheral immature B lymphocytes. J Exp Med 2000;192:

1453-66.

86. Warnatz K, Salzer U, Rizzi M, Fischer B, Gutenberger S, Bohm J, et al. B-cell

activating factor receptor deficiency is associated with an adult-onset antibody de-

ficiency syndrome in humans. Proc Natl Acad Sci U S A 2009;106:13945-50.

87. Schiemann B, Gommerman JL, Vora K, Cachero TG, Shulga-Morskaya S, Dobles

M, et al. An essential role for BAFF in the normal development of B cells through

a BCMA-independent pathway. Science 2001;293:2111-4.

88. von Bulow GU, van Deursen JM, Bram RJ. Regulation of the T-independent

humoral response by TACI. Immunity 2001;14:573-82.
89. Castigli E, Scott S,Dedeoglu F, BryceP, JabaraH,BhanAK, et al. Impaired IgA class

switching in APRIL-deficient mice. Proc Natl Acad Sci U S A 2004;101:3903-8.

90. Castigli E, Wilson SA, Garibyan L, Rachid R, Bonilla F, Schneider L, et al. TACI

is mutant in common variable immunodeficiency and IgA deficiency. Nat Genet

2005;37:829-34.

91. Salzer U, Chapel HM, Webster AD, Pan-Hammarstrom Q, Schmitt-Graeff A,

Schlesier M, et al. Mutations in TNFRSF13B encoding TACI are associated

with common variable immunodeficiency in humans. Nat Genet 2005;37:820-8.

92. Seshasayee D, Valdez P, Yan M, Dixit VM, Tumas D, Grewal IS. Loss of TACI

causes fatal lymphoproliferation and autoimmunity, establishing TACI as an

inhibitory BLyS receptor. Immunity 2003;18:279-88.

93. Yan M, Wang H, Chan B, Roose-Girma M, Erickson S, Baker T, et al. Activation

and accumulation of B cells in TACI-deficient mice. Nat Immunol 2001;2:638-43.

94. Khan WN. B cell receptor and BAFF receptor signaling regulation of B cell

homeostasis. J Immunol 2009;183:3561-7.

95. Kreuzaler M, Rauch M, Salzer U, Birmelin J, Rizzi M, Grimbacher B, et al.

Soluble BAFF levels inversely correlate with peripheral B cell numbers and the

expression of BAFF receptors. J Immunol 2012;188:497-503.

96. Mackay F, Woodcock SA, Lawton P, Ambrose C, Baetscher M, Schneider P, et al.

Mice transgenic for BAFF develop lymphocytic disorders along with autoimmune

manifestations. J Exp Med 1999;190:1697-710.

97. Puga I, Cols M, Barra CM, He B, Cassis L, Gentile M, et al. B cell-helper

neutrophils stimulate the diversification and production of immunoglobulin in

the marginal zone of the spleen. Nat Immunol 2012;13:170-80.

98. O’Connor BP, Raman VS, Erickson LD, Cook WJ, Weaver LK, Ahonen C, et al.

BCMA is essential for the survival of long-lived bone marrow plasma cells. J Exp

Med 2004;199:91-8.

99. Jiang C, Loo WM, Greenley EJ, Tung KS, Erickson LD. B cell maturation anti-

gen deficiency exacerbates lymphoproliferation and autoimmunity in murine

lupus. J Immunol 2011;186:6136-47.

100. Yu X, Tsibane T, McGraw PA, House FS, Keefer CJ, Hicar MD, et al. Neutraliz-

ing antibodies derived from the B cells of 1918 influenza pandemic survivors.

Nature 2008;455:532-6.

101. MacLennan IC. Germinal centers. Annu Rev Immunol 1994;12:117-39.

102. Liu YJ, Arpin C. Germinal center development. Immunol Rev 1997;156:111-26.

103. Teng G, Papavasiliou FN. Immunoglobulin somatic hypermutation. Annu Rev

Genet 2007;41:107-20.

104. Kavli B, Andersen S, Otterlei M, Liabakk NB, Imai K, Fischer A, et al. B cells

from hyper-IgM patients carrying UNG mutations lack ability to remove uracil

from ssDNA and have elevated genomic uracil. J Exp Med 2005;201:2011-21.

105. Peron S, Metin A, Gardes P, Alyanakian MA, Sheridan E, Kratz CP, et al. Human

PMS2 deficiency is associated with impaired immunoglobulin class switch

recombination. J Exp Med 2008;205:2465-72.

106. Ferrari S, Giliani S, Insalaco A, Al-Ghonaium A, Soresina AR, Loubser M, et al.

Mutations of CD40 gene cause an autosomal recessive form of immunodeficiency

with hyper IgM. Proc Natl Acad Sci U S A 2001;98:12614-9.

107. Korthauer U, Graf D, Mages HW, Briere F, Padayachee M, Malcolm S, et al.

Defective expression of T-cell CD40 ligand causes X-linked immunodeficiency

with hyper-IgM. Nature 1993;361:539-41.

108. Grimbacher B, Hutloff A, Schlesier M, Glocker E, Warnatz K, Drager R, et al.

Homozygous loss of ICOS is associated with adult-onset common variable immu-

nodeficiency. Nat Immunol 2003;4:261-8.

109. Stohl W, Hiepe F, Latinis KM, Thomas M, Scheinberg MA, Clarke A, et al.

Belimumab reduces autoantibodies, normalizes low complement levels, and

reduces select B cell populations in patients with systemic lupus erythematosus.

Arthritis Rheum 2012;64:2328-37.

110. Warde N. Rituximab targets short-lived autoreactive plasmablasts. Nat Rev Rheu-

matol 2010;6:246.

111. Rizzi M, Knoth R, Hampe CS, Lorenz P, Gougeon ML, Lemercier B, et al. Long-

lived plasma cells and memory B cells produce pathogenic anti-GAD65 autoan-

tibodies in stiff person syndrome. PLoS One 2010;5:e10838.

112. Manz RA, Lohning M, Cassese G, Thiel A, Radbruch A. Survival of long-lived

plasma cells is independent of antigen. Int Immunol 1998;10:1703-11.

113. Radbruch A, Muehlinghaus G, Luger EO, Inamine A, Smith KG, Dorner T, et al.

Competence and competition: the challenge of becoming a long-lived plasma cell.

Nat Rev Immunol 2006;6:741-50.

114. Zinkernagel RM, Bachmann MF, Kundig TM, Oehen S, Pirchet H, Hengartner H.

On immunological memory. Annu Rev Immunol 1996;14:333-67.

115. Hoyer BF, Moser K, Hauser AE, Peddinghaus A, Voigt C, Eilat D, et al. Short-

lived plasmablasts and long-lived plasma cells contribute to chronic humoral

autoimmunity in NZB/W mice. J Exp Med 2004;199:1577-84.

116. Bortnick A, Chernova I, Quinn WJ 3rd, Mugnier M, Cancro MP, Allman D. Long-

lived bone marrow plasma cells are induced early in response to T cell-

independent or T cell-dependent antigens. J Immunol 2012;188:5389-96.



J ALLERGY CLIN IMMUNOL

VOLUME 131, NUMBER 4

PIEPER, GRIMBACHER, AND EIBEL 971
117. Racine R, McLaughlinM, Jones DD,Wittmer ST, MacNamara KC,Woodland DL,

et al. IgMproduction by bonemarrow plasmablasts contributes to long-term protec-

tion against intracellular bacterial infection. J Immunol 2011;186:1011-21.

118. Angelin-Duclos C, Cattoretti G, Lin KI, Calame K. Commitment of B lympho-

cytes to a plasma cell fate is associated with Blimp-1 expression in vivo. J Immu-

nol 2000;165:5462-71.

119. Reimold AM, Ponath PD, Li YS, Hardy RR, David CS, Strominger JL, et al.

Transcription factor B cell lineage-specific activator protein regulates the gene

for human X-box binding protein 1. J Exp Med 1996;183:393-401.

120. Lin KI, Angelin-Duclos C, Kuo TC, Calame K. Blimp-1-dependent repression of

Pax-5 is required for differentiation of B cells to immunoglobulin M-secreting

plasma cells. Mol Cell Biol 2002;22:4771-80.

121. Nie Y, Waite J, Brewer F, Sunshine MJ, Littman DR, Zou YR. The role of CXCR4

in maintaining peripheral B cell compartments and humoral immunity. J Exp Med

2004;200:1145-56.

122. Tokoyoda K, Egawa T, Sugiyama T, Choi BI, Nagasawa T. Cellular niches

controlling B lymphocyte behavior within bone marrow during development.

Immunity 2004;20:707-18.

123. Wehrli N, Legler DF, Finke D, Toellner KM, Loetscher P, Baggiolini M, et al.

Changing responsiveness to chemokines allows medullary plasmablasts to leave

lymph nodes. Eur J Immunol 2001;31:609-16.

124. Cassese G, Arce S, Hauser AE, Lehnert K, Moewes B, Mostarac M, et al. Plasma

cell survival is mediated by synergistic effects of cytokines and adhesion-

dependent signals. J Immunol 2003;171:1684-90.

125. Good-Jacobson KL, Song E, Anderson S, Sharpe AH, Shlomchik MJ. CD80 ex-

pression on B cells regulates murine T follicular helper development, germinal

center B cell survival, and plasma cell generation. J Immunol 2012;188:4217-25.

126. Njau MN, Kim JH, Chappell CP, Ravindran R, Thomas L, Pulendran B, et al.

CD28-B7 interaction modulates short- and long-lived plasma cell function.

J Immunol 2012;189:2758-67.

127. Nair JR, Carlson LM, Koorella C, Rozanski CH, Byrne GE, Bergsagel PL, et al.

CD28 expressed on malignant plasma cells induces a prosurvival and immuno-

suppressive microenvironment. J Immunol 2011;187:1243-53.

128. Ehrlich P. On immunity with special reference to cell life. Proc R Soc London

1900;66:424-48.

129. Burnet FM, Fenner F. The production of antibodies. 2nd ed. London: Macmillan;

1949.

130. Goodnow CC, Crosbie J, Adelstein S, Lavoie TB, Smith-Gill SJ, Brink RA, et al.

Altered immunoglobulin expression and functional silencing of self-reactive

B lymphocytes in transgenic mice. Nature 1988;334:676-82.

131. Goodnow CC, Crosbie J, Adelstein S, Lavoie TB, Smith-Gill SJ, Mason DY, et al.

Clonal silencing of self-reactive B lymphocytes in a transgenic mouse model.

Cold Spring Harb Symp Quant Biol 1989;54:907-20.

132. Goodnow CC, Brink R, Adams E. Breakdown of self-tolerance in anergic B lym-

phocytes. Nature 1991;352:532-6.

133. Nemazee DA, Burki K. Clonal deletion of B lymphocytes in a transgenic mouse

bearing anti-MHC class I antibody genes. Nature 1989;337:562-6.
134. Brombacher F, Kohler G, Eibel H. B cell tolerance in mice transgenic for

anti-CD8 immunoglobulin mu chain. J Exp Med 1991;174:1335-46.

135. Erikson J, Radic MZ, Camper SA, Hardy RR, Carmack C, Weigert M. Expression

of anti-DNA immunoglobulin transgenes in non-autoimmune mice. Nature 1991;

349:331-4.

136. Melamed D, Nemazee D. Self-antigen does not accelerate immature B cell apo-

ptosis, but stimulates receptor editing as a consequence of developmental arrest.

Proc Natl Acad Sci U S A 1997;94:9267-72.

137. Pelanda R, Schwers S, Sonoda E, Torres RM, Nemazee D, Rajewsky K. Receptor

editing in a transgenic mouse model: site, efficiency, and role in B cell tolerance

and antibody diversification. Immunity 1997;7:765-75.

138. Wardemann H, Yurasov S, Schaefer A, Young JW, Meffre E, Nussenzweig MC.

Predominant autoantibody production by early human B cell precursors. Science

2003;301:1374-7.

139. Ng YS, Wardemann H, Chelnis J, Cunningham-Rundles C, Meffre E. Bruton’s

tyrosine kinase is essential for human B cell tolerance. J Exp Med 2004;200:

927-34.

140. Isnardi I, Ng YS, Srdanovic I, Motaghedi R, Rudchenko S, von Bernuth H, et al.

IRAK-4- and MyD88-dependent pathways are essential for the removal of devel-

oping autoreactive B cells in humans. Immunity 2008;29:746-57.

141. Isnardi I, Ng YS, Menard L, Meyers G, Saadoun D, Srdanovic I, et al. Comple-

ment receptor 2/CD21- human naive B cells contain mostly autoreactive unre-

sponsive clones. Blood 2010;115:5026-36.

142. Herve M, Isnardi I, Ng YS, Bussel JB, Ochs HD, Cunningham-Rundles C, et al.

CD40 ligand and MHC class II expression are essential for human peripheral

B cell tolerance. J Exp Med 2007;204:1583-93.

143. Meffre E. The establishment of early B cell tolerance in humans: lessons from

primary immunodeficiency diseases. Ann N Y Acad Sci 2011;1246:1-10.

144. Yuan D. Regulation of IgM and IgD synthesis in B lymphocytes. II. Translational

and post-translational events. J Immunol 1984;132:1566-70.

145. Brink R, Goodnow CC, Basten A. IgD expression on B cells is more efficient than

IgM but both receptors are functionally equivalent in up-regulation CD80/CD86

co-stimulatory molecules. Eur J Immunol 1995;25:1980-4.

146. Zikherman J, Parameswaran R, Weiss A. Endogenous antigen tunes the respon-

siveness of naive B cells but not T cells. Nature 2012;489:160-4.

147. Shlomchik M, Nemazee D, van Snick J, Weigert M. Variable region sequences of

murine IgM anti-IgG monoclonal autoantibodies (rheumatoid factors). II. Com-

parison of hybridomas derived by lipopolysaccharide stimulation and secondary

protein immunization. J Exp Med 1987;165:970-87.

148. Tiller T, Tsuiji M, Yurasov S, Velinzon K, Nussenzweig MC, Wardemann H.

Autoreactivity in human IgG1 memory B cells. Immunity 2007;26:205-13.

149. Chan TD, Wood K, Hermes JR, Butt D, Jolly CJ, Basten A, et al. Elimination of

germinal-center-derived self-reactive B cells is governed by the location and con-

centration of self-antigen. Immunity 2012;37:893-904.

150. Srinivasappa J, Saegusa J, Prabhakar BS, Gentry MK, Buchmeier MJ, Wiktor TJ,

et al. Molecular mimicry: frequency of reactivity of monoclonal antiviral

antibodies with normal tissues. J Virol 1986;57:397-401.


	B-cell biology and development
	Early B-cell development in the bone marrow
	BM egress and guidance to the secondary lymphoid organs
	MZ B cells, Toll-like receptors, and cytoskeletal remodeling
	Surviving in the periphery: the B-cell activator of the TNF-α family and a proliferation-inducing ligand system
	Development and maintenance of memory B cells and plasma cells
	B-cell tolerance
	Summary
	References


